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Table 1 Primers used to amplify ADH gene

primer sequence 5'-3’ Tm
1825-Forward CGGGATCCAAATGC 56.3°C
1825-reverse CAGAGCTCCTACGGATAGA 57.0°C
No.7-Forward CGGGATCCCGATGACGCAAAT 73.8°C
No.7-Reverse CGTCTAGATTAGTTCGCCAGCATGATGC 73.0°C
0886-Forward CGGGATCCCGATGACGGCATTAACGGCAC 68.1°C
0886—-Reverse CAGAGCTCTTAGAACATTACCATGCCG 69.9°C
0942-Forward CGGGATCCCGGTGCAGAGTTTCAATA 75.9°C
0942-Reverse CAGAGCTCTTAAATTTCATCCCATACG 66.3°C
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Mz:: GeneRuler Express DNA ladder
1: Amplifed s111825 2: Amplifed slr0886
3: Amplifed s1r0942 4: Amplifed No.7
Fig. 2 Result of amplified DNA

Table 3 React solution of enzyme activity

cell-free extract

(sll1825,s1r0886,sIr0942, rNo.7), (mg) 0.0477, 0.0151, 0.0188, 0.1099

Tris—HCI buffer (pH 8.8) 40mM
NAD+ 2.5mM
alcohol 500mM

% It is indicate by Table 3 that the

concentration of sample solution in 1ml
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Fig.3 Sequence of recombinant plasmid by CEQ8800
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Table 4 Enzyme activity of ADH

ADH ethanol 1—propanol 1-butanol
sll1825 473 5.53 9.86
slr0886 _ 6.56 _—
slr0942 3.76 413 4.51
rNo.7 13.48 20.54 9.15

% Unit is mU/mg
The straight line, indicating that not

activity
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